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EMCODE Overview Sept. 5, 2002

The Mational Human Gerome Research Institube (HHGR) launchad a publ: researth ENCODE Resources:
consortum namad ERCODE, the Encyclopedia OFf DRA Elements, in September 2003, to ENCSDE Wk Facu

carry out a prajoct to identify sl functional elemants in the human gonome sequende. T Aelsted articles on ERCODE
project started with two companents - & plat phase and & technology davalopment from Matire

phasa. 5 T gcao
Thir pllot phase tested and compared existng methads to ngarcusly analyze a defined Tane 2007

partion of the human genome sagquence [See: ENCODE Biot Project). The conclussans
from this plot project were publshed in June 7007 in detee TP and Genome Seeach Engermil
[penome.grg)]. The findings highlighted the swccess of the propect to identify and

charaterize funchanal ebermoents in the human genome. The technology developmens Casanr (NISC)
phase also has been a suctess with the premotion of several new technologies to
generate high throughpas data on functbions! elements. %E%]mm

http://www.genome.gov/10005107

Pagina de 'Encode dins el National Human Genome Research Institute.
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About ENCODE Data

Tha Encyciopadia of DA Elamants (ENCODE) Consartium is an intomaional collsboration of resaarch groups funded by the MNationa! Human Genoma
Rasearch Institute (NHGEI). The goal of ENCODE is 1o build 2 comprehensive pants bist of functional elemants in ths human genome, including stemarts that
atl al thi pratain and RNA leveis, and reguistony elemeants that contral celis and dircumstances in which a gene is active

3
'-,“-. — v, EMCODE data ae now available for the entire human genome. Al ENCODE datxare free and
@roll, 7 avaitable for immediate use via-
Niae.: VE
g b | e { s Sagrchfor Gepayabio tracks and downboadabio files
‘quux}g__‘ B T o Download of data fles
T (5 = (et [ » Visuaiizaton inthe UCSC Genome Browser [ENCODE data marked with the 3% NHGRI logo)
i 5 I A = [t mining wath the UCSC Table Browser and ather CSC Genome Bioinformatics 1ok
¥ u---u-—

wgarch

To search for ENCODE data refated to wour area of interest and et up a browser view, use the UCSC Expanment Matr or Track Search tool (Advanced
features). The Expernment L st (Human) and Expannment List (Mouse) inks provide comprehensive kstings of ENCODE data thatis released or in praparation

RIENCODE data is freaty svailabhe for download and analysis. However, before publishing research that uses ENCODE date, please read the ENCODE
Data Release Pobcy, which places some restrchons on publication use of data for rine months followang data release.  Read marg sbout ENCOCDE data at
ucsc

http://encodeproject.org/ENCODE/

Pagina oficial sobre el projecte ENCODE.
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http://www.nature.com/encode

Pagina de la revista Nature sobre ENCODE en la que hi podem trobam el conjunt d’articles publicats en el
moment de la presentacié dels primers resultats del projecte ENCODE, a les revistes Nature, Genome
Research i Genome Biology.





